iVw ^ SEQUENCE LISTING 

<110> MIYAJI, ^Hiromasa 
MIMURA, Hideki 
HARUOKA, Motoko 
NAKAGAWA, Satoshi 

-<120> NOVEL POLYPEPTIDE 

<130> 766.46 

<140> US 09/763,793 
<141> 2001-02-27 

<150> JP HlO-241248 
■ <151> 1998-08-27 

<160> 8 

<170> Patentin Ver. 2.0 

<210> 1 
<211> 475 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Ser Ser Asn Ser Thr 
15 

Gin Glu Ala Leu Leu 
30 

Gin Arg Pro Glu Asp 
45 

Leu Gly lie Gly Ser 
60 

Glu Tyr Trp Met Phe 
80 

Glu Asp Pro Glu Gly 
95 

Ala Val Ala Ser Thr 
110 

Leu Leu Val Asn Arg 
125 

Thr Val He Leu Ala 
140 

Asp Thr Phe Ser Trp 
160 



Met Ala Val Val Ser 
1 5 

Tyr Gly Thr Thr Ser 
20 

Glu Lys Leu Leu Asp 
35 

Arg Phe Cys Gly Thr 
50 

Leu Leu Pro Trp Asn 
65 

Lys Leu Arg Asn Ser 
85 

Ser Asp He Leu Asn 
100 

Val Pro Ser Met Leu 
115 

Val Ala Val His He 
130 

He Phe Met Val He 
145 



Glu Asp Asp Phe Gin His 
10 

Ser Ser Leu Arg Ala Asp 
25 

Arg Pro Pro Pro Gly Leu 
40 

Tyr He He Phe Phe Ser 

55 

Phe Phe He Thr Ala Lys 
70 75 

Ser Ser Pro Ala Thr Gly 
90 

Tyr Phe Glu Ser Tyr Leu 
105 

Cys Leu Val Ala Asn Phe 
120 

Arg Val Leu Ala Ser Leu 
135 

Thr Ala Leu Val Lys Val 
150 155 



Thr Arg Gly Phe Phe Ala Val Thr He Val Cys Met Val He Leu Ser 

Page 1 



165 



170 



175 



Gly Ala Ser Thr Val Phe Ser Ser Ser 
180 185 



lie Tyr Gly Met Thr Gly Ser 
190 



Phe Pro Met Arg Asn Ser Gin Ala Leu 
195 200 



He Ser Gly Gly Ala Met Gly 
205 



Gly Thr Val Ser Ala Val Ala Ser Leu 
210 215 



Val Asp Leu Ala Ala Ser Ser 
220 



Asp Val Arg Asn Ser Ala Leu Ala Phe 
225 230 



Phe Leu Thr Ala Thr He Phe 
235 240 



Leu Val Leu Cys Met Gly Leu Tyr Leu 
245 



Leu Leu Ser Arg Leu Glu Tyr 
250 255 



Ala Arg Tyr Tyr Met Arg Pro Val Leu 
260 265 



Ala Ala His Val Phe Ser Gly 
270 



Glu Glu Glu Leu Pro Gin Asp Ser Leu 
275 280 



Ser Ala Pro Ser Val Ala Ser 
285 



Arg Phe He Asp Ser His Thr Pro Pro 
290 295 



Leu Arg Pro He Leu Lys Lys 
300 



Thr Ala Ser Leu Gly Phe Cys Val Thr 
305 310 



Tyr Val Phe Phe He Thr Ser 
315 320 



Leu He Tyr Pro Ala Val Cys Thr Asn 
325 



He Glu Ser Leu Asn Lys Gly 
330 335 



Ser Gly Ser Leu Trp Thr Thr Lys Phe 
340 345 



Phe He Pro Leu Thr Thr Phe 
350 



Leu Leu Tyr Asn Phe Ala Asp Leu Cys 
355 360 



Gly Arg Gin Leu Thr Ala Trp 
365 



He Gin Val Pro Gly Pro Asn Ser Lys 
370 375 



Ala Leu Pro Gly Phe Val Leu 
380 



Leu Arg Thr Cys Leu He Pro Leu Phe 
385 390 



Val Leu Cys Asn Tyr Gin Pro 
395 400 



Arg Val His Leu Lys Thr Val Val Phe 
405 



Gin Ser Asp Val Tyr Pro Ala 
410 .415 



Leu Leu Ser Ser Leu Leu Gly Leu Ser 
420 425 



Asn Gly Tyr Leu Ser Thr Leu 
430 



Ala Leu Leu Tyr Gly Pro Lys He Val 
435 440 



Pro Arg Glu Leu Ala Glu Ala 
445 



Thr Gly Val Val Met Ser Phe Tyr Val 
450 455 



Cys Leu Gly Leu Thr Leu Gly 
460 



Ser Ala Cys Ser Thr Leu Leu Val His Leu He 
465 470 475 
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<210> 2 
<211> 2240 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (24) . . (1451) 

<400> 2 

cggcggcgtg gcgcagcggc gac atg gcc gtt gtc tea gag gac gac ttt cag 53 

Met Ala Val Val Ser Glu Asp Asp Phe Gin 
15 10 

cac agt tea aae tec acc tac gga aee aea age age agt etc cga get 101 
His Ser Ser Asn Ser Thr Tyr Gly Thr Thr Ser Ser Ser Leu Arg Ala 
15 20 25 

gac cag gag gca ctg ctt gag aag ctg ctg gac cgc ccg ccc cct ggc 149 
Asp Gin Glu Ala Leu Leu Glu Lys Leu Leu Asp Arg Pro Pro Pro Gly 
30 35 40 

ctg cag agg ccc gag gac cgc ttc tgt ggc aea tac ate ate ttc ttc 197 
Leu Gin Arg Pro Glu Asp Arg Phe Cys Gly Thr Tyr lie lie Phe Phe 
45 50 55 

age ctg ggc att ggc agt eta ctg eca tgg aae ttc ttt ate act gcc 245 
Ser Leu Gly lie Gly Ser Leu Leu Pro Trp Asn Phe Phe lie Thr Ala 
60 65 70 

aag gag tac tgg atg ttc aaa etc cgc aae tee tee age cca gcc aee 293 
Lys Glu Tyr Trp Met Phe Lys Leu Arg Asn Ser Ser Ser Pro Ala Thr 
75 80 85 90 

ggg gag gac cct gag ggc tea gac ate ctg aae tac ttt gag age tac 341 
Gly Glu Asp Pro Glu Gly Ser Asp lie Leu Asn Tyr Phe Glu Ser Tyr 
95 100 105 

ctt gcc gtt gee tec ace gtg ccc tee atg ctg tgc ctg gtg gcc aae 389 
Leu Ala Val Ala Ser Thr Val Pro Ser Met Leu Cys Leu Val Ala Asn 
110 115 120 

ttc ctg ctt gtc aae agg gtt gca gtc cac ate cgt gtc ctg gcc tea 437 
Phe Leu Leu Val Asn Arg Val Ala Val His He Arg Val Leu Ala Ser 
125 130 135 

ctg acg gtc ate ctg gcc ate ttc atg gtg ata act gca ctg gtg aag 485 
Leu Thr Val He Leu Ala He Phe Met Val He Thr Ala Leu Val Lys 
140 145 150 

gtg gac act ttc tee tgg acc cgt ggc ttt ttt gcg gtc ace att gtc 533 
Val Asp Thr Phe Ser Trp Thr Arg Gly Phe Phe Ala Val Thr He Val 
155 160 165 170 

tgc atg gtg ate etc age ggt gee tec act gtc ttc age age age ate 581 
Cys Met Val He Leu Ser Gly Ala Ser Thr Val Phe Ser Ser Ser He 
175 180 185 

tac ggc atg aee ggc tec ttt cct atg agg aae tec cag gca ctg ata 629 
Tyr Gly Met Thr Gly Ser Phe Pro Met Arg Asn Ser Gin Ala Leu He 
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190 



195 



200 



tea gga gga gcc atg ggc ggg acg gtc age gcc gtg gcc tea ttg gtg 677 
Ser Gly Gly Ala Met Gly Gly Thr Val Ser Ala Val Ala Ser Leu Val 
205 210 215 

gae ttg get gea tec agt gat gtg agg aac age gcc ctg gcc ttc ttc 725 
Asp Leu Ala Ala Ser Ser Asp Val Arg Asn Ser Ala Leu Ala Phe Phe 
220 225 230 

ctg acg gee aee ate tte etc gtg etc tgc atg gga etc tac ctg ctg 773 
Leu Thr Ala Thr lie Phe Leu Val Leu Cys Met Gly Leu Tyr Leu Leu 
235 240 245 250 

ctg tee agg ctg gag tat gcc agg tac tac atg agg cet gtt ctt geg 821 
Leu Ser Arg Leu Glu Tyr Ala Arg Tyr Tyr Met Arg Pro Val Leu Ala 
255 260 265 

gee cat gtg ttt tet ggt gaa gag gag ctt cec cag gae tee etc agt 869 
Ala His Val Phe Ser Gly Glu Glu Glu Leu Pro Gin Asp Ser Leu Ser 
270 275 280 

gcc ect teg gtg gee tec aga ttc att gat tee eac aea cec cet etc 917 
Ala Pro Ser Val Ala Ser Arg Phe lie Asp Ser His Thr Pro Pro Leu 
285 290 295 

ege cec ate ctg aag aag acg gee age ctg ggc ttc tgt gtc acc tac 965 
Arg Pro lie Leu Lys Lys Thr Ala Ser Leu Gly Phe Cys Val Thr Tyr 
300 305 310 

gtc- tte tte ate ace age etc ate tac cec gee gtc tgc acc aac ate 1013 
Val Phe Phe lie Thr Ser Leu lie Tyr Pro Ala Val Cys Thr Asn lie 
315 320 325 330 

gag tec etc aac aag ggc teg ggc tea ctg tgg ace aee aag ttt ttc 1061 
Glu Ser Leu Asn Lys Gly Ser Gly Ser Leu Trp Thr Thr Lys Phe Phe 
335 340 345 

ate cce etc act acc ttc etc ctg tac aac ttt get gae eta tgt ggc 1109 
lie Pro Leu Thr Thr Phe Leu Leu Tyr Asn Phe Ala Asp Leu Cys Gly 
350 355 360 

egg cag etc ace gcc tgg ate cag gtg cea ggg cec aat age aag geg 1157 
Arg Gin Leu- Thr Ala Trp lie Gin Val Pro Gly Pro Asn Ser Lys Ala 
365 370 375 

etc cea ggg tte gtg etc etc egg acc tgc etc ate cec etc tte gtg 1205 
Leu Pro Gly Phe Val Leu Leu Arg Thr Cys Leu lie Pro Leu Phe Val 
380 385 390 

etc tgt aac tac cag cce ege gtc eac ctg aag act gtg gtc ttc cag 1253 
Leu Cys Asn Tyr Gin Pro Arg Val His Leu Lys Thr Val Val Phe Gin 
395 400 405 410 

tec gat gtg tac eec gea etc etc age tee ctg ctg ggg etc age aac 1301 
Ser Asp Val Tyr Pro Ala Leu Leu Ser Ser Leu Leu Gly Leu Ser Asn 
415 420 425 

ggc tac etc age acc ctg gcc etc etc tac ggg cet aag att gtg cce 134 9 
Gly Tyr Leu Ser Thr Leu Ala Leu Leu Tyr Gly Pro Lys lie Val Pro 
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430 435 440 

agg gag ctg get gag gcc acg gga gtg gtg atg tec ttt tat gtg tgc 1397 
Arg Glu Leu Ala Glu Ala Thr Gly Val Val Met Ser Phe Tyr Val Cys 
445 450 455 

ttg ggc tta aca ctg ggc tea gcc tgc tet ace etc ctg gtg cac etc 1445 
Leu Gly Leu Thr Leu Gly Ser Ala Cys Ser Thr Leu Leu Val His Leu 
460 465 470 

ate tag aagggaggac acaaggacat tggtgcttca gagcetttga agatgagaag 1501 

He 
475 



agagtgcagg 


agggctgggg 


gecatggagg 


aaaggcctaa 


agtttcaett 


ggggacagag 


1561 


agcagagcac 


actegggcet 


cat ecctccc 


aagatgccag 


tgagccacgt 


ccatgcccat 


1621 


tccgtgcaag 


gcagatattc 


cagtcatatt 


aacagaacae 


tectgagaca 


gttgaagaag 


1681 


aaatagcaea 


aatcaggggt 


acteccttca 


cagctgatgg 


ttaacattec 


accttctttc 


1741 


tagccettea 


aagatgctgc 


cagtgttcgc 


cctagagtta 


ttacaaagee 


agtgccaaaa 


1801 


cccagccatg 


ggctctttgc 


aacctcccag 


ctgegctcat 


tecagctgac 


agegagatgc 


1861 


aagcaaatgc 


tcagctctcc 


ttaccctgaa 


ggggtctcce 


tggaatggaa 


gtcccetggc 


1921 


atggtcagtc 


ctcaggccca 


agaetcaagt 


gtgcaeagac 


ccctgtgttc 


tgtgggtgaa 


1981 


caactgccea 


ctaaccagae 


tggaaaaccc 


agaaagatgg 


gecttccatg 


aatgcttcat 


2041 


tccagaggga 


ccagagggcc 


tccctgtgca 


agggatcaag 


catgtctggc 


ctgggttttc 


2101 


aaaaaaagag 


ggatcctcat 


gacetggtgg 


tctatggcct 


gggtcaagat 


gagggtcttt 


2161 


cagtgttcet 


gtttacaaca 


tgtcaaagcc 


attggttcaa 


gggcgtaata 


aatacttgcg 


2221 


tattcaaaaa 


aaaaaaaaa 










2240 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 
<221> 
<222> 

<223> Description of Artificial Sequence: synthetic DNA 

<400> 3 

actttgetga cctacgtggc 20 

<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<221> 
<222> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 4 

tacgcccttg aaccaatggc 

<210> 5 
<211> 475 
<212> PRT 
<213> Rat 

<400> 5 

Met Ala Phe Ala Ser Glu Asp lie Ala Tyr His Ser Ser Asn Ala Val 
15 10 15 



Tyr Arg Val Pro Ser Asn Arg His Glu Ala Asp Gin Glu Ala Leu Leu 
20 25 30 



Gly Lys Pro Leu Asp Tyr Pro Ala Pro Gly Leu Gin Arg Pro Glu Asp 
35 40 45 



Arg Phe Asn Gly Ala Tyr lie lie Phe Phe Cys Leu Gly lie Gly Gly 
50 55 60 



Leu Leu Pro Trp Asn Phe Phe Val Thr Ala Lys Glu Tyr Trp Ala Phe 
65 70 75 80 



Lys Leu Arg Asn Cys Ser Ser Pro Ala Ser Gly Lys Asp Pro Glu Asp 
85 90 95 



Ala Asp lie Leu Asn Tyr Phe Glu Ser Tyr Leu Ala Val Ala Ser Thr 
100 105 110 



Val Pro Ser Leu Leu Phe Leu Val Ala Asn Phe Leu Leu Val Asn Arg 
115 120 125 



lie Arg Val His Val Arg Val Leu Ala Ser Leu Ser Val Ser Leu Ala 
130 135 140 



lie Phe Val Val Met Ala Val Leu Val Arg Val Asp Thr Ser Ser Trp 
145 150 155 160 



Thr Arg Gly Phe Phe Ser lie Ala Met Ala Cys Met Ala lie lie Ser 
165 170 175 



Ser Ser Ser Thr lie Phe Asn Ser Ser Val Tyr Gly Leu Thr Gly Ser 
180 185 190 



Page 6 



Phe Pro Met Arg Asn Ala Gin Ala Leu lie Ser Gly Gly Ala Met Gly 
195 200 205 



Gly Thr Val Ser Ala Val Ala Ser Leu Val Asp Leu Ala Ala Ser Ser 
210 215 220 



Asp Val Arg Asp Ser Ala Leu Ala Phe Phe Leu Thr Ala Ala Val Phe 
225 230 235 240 



Leu Gly Leu Cys Val Gly Leu Tyr Leu Leu Leu Pro Gin Leu Glu Tyr 
245 250 255 



Ala Arg Tyr Tyr Met Arg Pro Val Val Pro lie His Val Phe Ser Ser 
260 265 270 



Glu Asp Ser Pro Pro Arg Asp Ala Pro Ser Thr Ser Ser Val Ala Pro 
275 280 285 



Ala Ser Arg Ala Val His Thr Pro Pro Leu Gly Pro lie Leu Lys Lys 
290 295 300 



Thr Ala Gly Leu Gly Phe Cys Ala Val Phe Leu Tyr Phe lie Thr Ala 
305 310 315 320 



Leu lie Phe Pro Ala lie Ser Thr Asn lie Gin Pro Met His Lys Gly 
325 330 335 



Thr Gly Ser Pro Trp Thr Ser Lys Phe Tyr Val Pro Leu Thr Val Phe 
340 345 350 



Leu Leu Phe Asn Phe Ala Asp Leu Cys Gly Arg Gin Val Thr Ala Trp 
355 360 365 



lie Gin Val Pro Gly Pro Arg Ser Lys Leu Leu Pro lie Leu Ala Val 
370 375 380 



Ser Arg Val Cys Leu Val Pro Leu Phe Leu Leu Cys Asn Tyr Gin Pro 
385 390 395 400 



Arg Ser His Leu Thr Leu Val Leu Phe Gin Ser Asp lie Tyr Pro lie 
405 410 415 



Leu Phe Thr Cys Leu Leu Gly Leu Ser Asn Gly Tyr Leu Ser Thr Leu 
420 425 430 
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Val Leu Met Tyr Gly Pro Lys lie Val Pro Arg Glu Leu Ala Glu Ala 
435 440 445 



Thr Ser Val Val Met Leu Phe Tyr Met Ser Leu Gly Leu Met Leu Gly 
450 455 460 



Ser Ala Cys Ala Ala Leu Leu Glu His Phe lie 
465 470 475 



<210> 6 
<211> 1734 
<212> DNA 
<213> Rat 

<220> 

<221> CDS 

<222> (12) . . (1436) 

<223> Description of Artificial Sequence: synthetic DNA 

<400> 6 

gcggcagcga c atg gee ttt gcc tct gag gac att gca tac cac age tea 50 
Met Ala Phe Ala Ser Glu Asp lie Ala Tyr His Ser Ser 
15 10 

aat get gtc tac aga gtc cca age aac cgt cat gaa get gac cag gaa 98 
Asn Ala Val Tyr Arg Val Pro Ser Asn Arg His Glu Ala Asp Gin Glu 
15 20 25 

gcc eta ctg gga aaa cca eta gac tac cca gcc cca ggc ctg cag agg 146 
Ala Leu Leu Gly Lys Pro Leu Asp Tyr Pro Ala Pro Gly Leu Gin Arg 
30 35 40 45 

cca gag gac cgc ttc aat ggt gcc tat ate ate ttc ttc tgc ctg gga 194 
Pro Glu Asp Arg Phe Asn Gly Ala Tyr lie lie Phe Phe Cys Leu Gly 
50 55 60 

att ggc ggc eta eta ccc tgg aac ttt ttt gtc act gcc aaa gag tac 242 
lie Gly Gly Leu Leu Pro Trp Asn Phe Phe Val Thr Ala Lys Glu Tyr 
65 70 75 

tgg gca ttt aaa etc cga aac tgc tec age cca gcc tec ggg aag gac 290 
Trp Ala Phe Lys Leu Arg Asn Cys Ser Ser Pro Ala Ser Gly Lys Asp 
80 85 90 

cca gag gat gca gac ate ctg aac tac ttt gag age tac ctg gcg gtt 338 
Pro Glu Asp Ala Asp lie Leu Asn Tyr Phe Glu Ser Tyr Leu Ala Val 
95 100 105 

get tec act gtg cct tec ctg ctg ttt ctg gtg get aac ttc ctg ctt 386 
Ala Ser Thr Val Pro Ser Leu Leu Phe Leu Val Ala Asn Phe Leu Leu 
110 115 120 125 

gtc aac agg ate egg gtg cat gtc cga gtt ctg gcc tea ctg tec gtc 434 
Val Asn Arg lie Arg Val His Val Arg Val Leu Ala Ser Leu Ser Val 
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130 



135 



140 



tec ctg gcc 
Ser Leu Ala 



tct tec tgg 
Ser Ser Trp 
160 

ate ate age 
lie lie Ser 
175 

aeg gge teg 
Thr Gly Ser 

190 

gee atg gga 
Ala Met Gly 



gea tec agt 
Ala Ser Ser 



gea gtc tte 
Ala Val Phe 
240 

ctg gag tat 
Leu Glu Tyr 
255 

ttt tet agt 
Phe Ser Ser 
270 

gtg gee ect 
Val Ala Pro 



ctg aag aag 
Leu Lys Lys 



ate ace gee 
He Thr Ala 
320 

eac aag ggc 
His Lys Gly 
335 

aec gte tte 
Thr Val Phe 
350 

aea gee tgg 
Thr Ala Trp 



ate ttt gtg 
He Phe Val 
145 

aec egg ggc 
Thr Arg Gly 



age tec tec 
Ser Ser Ser 



tte ecc atg 
Phe Pro Met 
195 

ggg aea gtc 
Gly Thr Val 
210 

gae gtg ega 
Asp Val Arg 
225 

ett ggg etc 
Leu Gly Leu 



gee agg tac 
Ala Arg Tyr 



gaa gae age 
Glu Asp Ser 
275 

gea tec aga 
Ala Ser Arg 
290 

aea get gge 
Thr Ala Gly 
305 

ctt ate tte 
Leu He Phe 



ace gge tet 
Thr Gly Ser 



etc ett tte 
Leu Leu Phe 
355 

ate cag gtg 
He Gin Val 



gtt atg gcc 
Val Met Ala 
150 

tte tte age 
Phe Phe Ser 
165 

aec ate tte 
Thr He Phe 
180 

agg aat gee 
Arg Asn Ala 



age gee gtg 
Ser Ala Val 



gae agt gcg 
Asp Ser Ala 
230 

tgt gtg ggg 
Cys Val Gly 
245 

tac atg agg 
Tyr Met Arg 
260 

cea ecc egg 
Pro Pro Arg 



gea gtg eae 
Ala Val His 



ctg ggg tte 
Leu Gly Phe 
310 

ecc get ate 
Pro Ala He 
325 

cea tgg aec 
Pro Trp Thr 
340 . 

aae ttt get 
Asn Phe Ala 



cea ggt ect 
Pro Gly Pro 



gtg ctg gtg 
Val Leu Val 



ate gee atg 
He Ala Met 



aat age age 
Asn Ser Ser 
185 

eag gea ctg 
Gin Ala Leu 
200 

gee tee ctg 
Ala Ser Leu 
215 

ctg gee tte 
Leu Ala Phe 



etc tac eta 
Leu Tyr Leu 



ecg gtt gte 
Pro Val Val 
265 

gat get ecc 
Asp Ala Pro 
280 

aeg cea ecc 
Thr Pro Pro 
295 

tge gee gtt 
Cys Ala Val 



tee aec aae 
Ser Thr Asn 



tec aag tte 
Ser Lys Phe 
345 

gae etc tge 
Asp Leu Cys 
360 

agg age aag 
Arg Ser Lys 

Page 9 



agg gtg gae 
Arg Val Asp 
155 

gcg tge atg 
Ala Cys Met 
170 

gtg tat ggc 
Val Tyr Gly 



ata tea gga 
He Ser Gly 



gtg gae ctg 
Val Asp Leu 
220 

tte etc aea 
Phe Leu Thr 
235 

ctg ctg ecc 
Leu Leu Pro 
250 

cea ate eac 
Pro He His 



age aec tec 
Ser Thr Ser 



etc gga ecc 
Leu Gly Pro 
300 

tte etc tac 
Phe Leu Tyr 
315 

ate cag ecc 
He Gin Pro 
330^ 

tat gtg ecc 
Tyr Val Pro 



ggc cga cag 
Gly Arg Gin 



ctg etc ecc 
Leu Leu Pro 



act 482 
Thr 



gee 530 
Ala 



ctg 578 
Leu 



gga 626 

Gly 

205 

gea 674 
Ala 



gea 722 
Ala 



eaa 770 
Gin 



gtg 818 
Val 



tee 866 

Ser 

285 

ate 914 
He 



tte 962 
Phe 



atg 1010 
Met 



etc 1058 
Leu 



gtc 1106 

Val 

365 

ata 1154 
He 



370 



375 



380 



ctg gca gtc tct cgc gtc tgc etc gtg cct etc ttc ctg etc tgt aac 1202 
Leu Ala Val Ser Arg Val Cys Leu Val Pro Leu Phe Leu Leu Cys Asn 
385 390 395 

tac cag cca ege tea cac ctg act ctg gtg ett ttc cag tct gac ate 1250 
Tyr Gin Pro Arg Ser His Leu Thr Leu Val Leu Phe Gin Ser Asp lie 
400 405 410 

tac cct ata etc ttc ace tgc etc ttg ggg etc agt aat ggc tac etc 1298 
Tyr Pro lie Leu Phe Thr Cys Leu Leu Gly Leu Ser Asn Gly Tyr Leu 
415 420 425 

age aeg ctg gtg etc atg tat ggg ecc aag att gtg ecc egg gag ctg 1346 
Ser Thr Leu Val Leu Met Tyr Gly Pro Lys lie Val Pro Arg Glu Leu 
430 435 440 445 

get gag gee ace agt gtg gtg atg ctg ttc tac atg tea ctg ggt ttg 1394 
Ala Glu Ala Thr Ser Val Val Met Leu Phe Tyr Met Ser Leu Gly Leu 
450 455 460 

atg ctg ggc tea gee tgt gcg gee ttg ett gag cac ttt ate taggagggg 1445 
Met Leu Gly Ser Ala Cys Ala Ala Leu Leu Glu His Phe lie 
465 470 475 

eggcaaggat gtgggttctg tgtgagtgag tgtggtttgg gtccctggga cetggacagg 1505 

gtgagccgag gteteatggc gttaageaag gggttggtgt tttgcttgat gtacageaga 1565 

gcccacteag aetgtetttc teteagaeae atccttgcae atettgttea aggagacatt 1625 

ccagacacag cecageatgg tggctcacac ctgtaateee ageattcaag aggetggagc 1685 

tagaggactg ctgtgagttc aaggeeagee tggctccata gtaaaacce 1734 



<210> 7 
<211> 14 
<212> DNA 

<213> Artificial Sequence 



<220> 
<221> 
<222> 

<223> Description of Artificial Sequence: synthetic DNA 
<400> 7 

arrtaneert tact 14 

<210> 8 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<220> 
<221> 
<222> 

<223> Description of Artificial Sequence: synthetic DNA 



<4 00> 8 

ytnccntgga aettttt 
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17 



